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VIRUS DE LA GRIPE AVIAR H5N1

A/Goose/Guangdong71/96/H5N1

1..
1,89 =
1900860 1
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Peiris JS, Clin Microb Rev 2007

Webster RG, N Engl J Med Nov 2006
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1918 “Spanish influenza”

H1N1 influenza virus

B3

A i
=) =—> [fﬁf
(11

[
Bird-to-human
transmission of HIMI virus

All 8 genetic segments
thought to have originated
from avian influenza virus

1957 “Asian influenza”

H2ZN2 influenza virus

H2N2
avian virus

H1IN1
human virus

3 new genetic segments from
avian influenza virus intreduced

(HA, MA, PE1);
contained 5 RMNA segments
from 1918

1968 “Hong Kong influenza”

H32N2 influenza virus

HZMN2

H3 avianwvirus human virus

2 new genetic segments from
avian influenza virus intraduced
{HA, PBE1);
contained 5 RMA segments
from 1918

Next pandemic influenza

Ayian virus
oF HIN2

Avian virus human vins

b =

All 8 genes new or further
derivative of 1918 virus
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GenBank sequences from 2009 H1N1 influenza outbreak

All submitted influenza sequences are available in GenBank as soon as they are processed.

The 2009 H1INL1 influenza virus sequences are listed on this page and are available for BLAST searching here,
and are also available in the NCBI Influenza Virus Sequence Database, and can be retrieved

with sequences from other influenza viruses for further analyses using tools integrated to the database.

The following 2009 H1N1 influenza virus sequences were submitted to NCBI and are available in GenBank:
Add This To Your Web Site!

20 submitted by Instituto de Salud Carlos Ill, Spain ; 3 by National Institute

for Infectious Diseases 'Lazzaro Spallanzani', Italy; 4 by Israel Central Virology Laboratory,
23 by Unknown Pathogen Investigation Collaborative Team (UPICT) and
Instituto de Diangnostico y Referencia Epidemiologic os (inDRE), Canada/Mexico:

PB2PB1PAHANPNAMPNSInfluenza A virus

(A/ltaly/03/2009(H1N1))FJ985804 Influenza A virus

(A/ltaly/04/2009(H1N1))EJ985805Influenza A virus

(A/ltaly/02/2009(H1N1))EJ997636Influenza A virus

(Allsrael/G-640/2009(H1N1))FJ986328 Influenza A virus

(Allsrael/G-645/2009(H1N1))FJ986329 Influenza A virus

(A/Israel/MF-119/2009(H1N1))FJ986331 Influenza A virus

(AlIsrael/MF-70/2009(H1N1))FJ986330Influenza A virus
(A/Canada-NS/RV1535/2009(H1N1))FJ998225F]998222F1998207FJ998216FJ998213FJ998210FJ9 98219Influenza A virus
(A/Canada-ON/RV1527/2009(H1N1))FJ998205FJ998227FJ998224FJ998209FJ998218FJ998215FJ9 98212FJ998221 Influenza A virus
(A/Mexico/InDRE4487/2009(H1N1))FJ998206FJ998226FJ998223FJ998208FJ998217




GenBank sequences from 2009 H1N1 influenza outbreak

3 submitted by The Swedish Institute for Infectious Disea se Control,Sweden;
4 by Hospital Clinic, Spain ; 4 by Korea Centers for Disease Control and Prevention, South Korea;
16 by JCVI; 1 by INMI L.Spallanzani, Italy:

PB2PB1PAHANPNAMPNSInfluenza A virus

J—

(A/Stockholm/28/2009(H1N1))G0122105G0122104G0Q122103Influenza A virus

(A/Korea/01/2009(H1IN1))GO131023G0131024G0Q131025G0Q131026Influenza A Virus

(A/New York/1669/2009(H1N1))CY039900CY039899CY039898CY039893CY039896CY039895CY039894CY039897Influenza A Virus

(A/New York/1682/2009(H1N1))CY039908CY039907CY039906CY039901CY039904CY039903CY039902CY039905Influenza A virus
(A/ltaly/08/2009(H1IN1))GQ132135

May 07, 2009, 1 by Unknown Pathogen Investigation Collaborative Tea  m (UPICT) and Instituto de
Diangnostico y Referencia Epidemiologicos (inDRE), Ca  nada/Mexico; 6 by CDC; 1 by WHO National
Influenza Centre, New Zealand:

PB2PB1PAHANPNAMPNSInfluenza A virus

(A/Canada-NS/RV1535/2009(H1N1))GQ120442Influenza A virus

(A/Christchurch/2/2009(H1N1))G0Q122098Influenza A virus
(A/Texas/15/2009(H1N1))G0122094G0Q122097G0122092G0122096G0122095G0122093




Evolutionary Relationships Among Influenza A (H1)

Hemagglutinin (HA1) Genes

2009 Swine H1N1 Outbreak
Human cases of H1 Swine

Seasonal H1

L A/Philippines/344/2004 H1N2
L Afswine/Ratchaburi/NIAH550/2003 H1N1
A/New Jersey/1976 H1N1

Alswine/lowa/00239/2004 H1N1 \\
Allowa/CEID23/2005 H1NA1
ATexas/14/2008 H1N1 |
L Aflowa/01/2008 H1NA1
Alswine/Korea/CAS08/2005 HIN1
ASWMOMBTTIO HINZ2
AlSwine/Korea/CY02/02 HIN2
ASWICOMTBTA/01 HINZ
L Afduck/NG/91347/01 HIN2
AlSwine/North Carolina/28225/01 H1N2
AJOhiof1/2007 H1N1
l_i Alswine/OH/511445/2007 H1NA
AWisconsin/87/2005 H1N1
Alswine/Minnesota/00194/2003 H1NZ
Alswine/Kansas/00246/2004 H1N2
AlswineKorealAsan04/2008 H1NZ
L Afswine/Korea/PZ14/2008 H1N2
ASwine/Ohio/891/01 H1NZ \
ASSwine/lllinois/ 100084/01 H1NZ
AlSwine/Indiana/OK035/89 H1N2
[ AWisconsin/10/1988 H1N1
AlTurkey/MO/24093/99 H1N2 |
AlSwine/indiana/P12433/00 H1N2
AlCalifornia/04/2009 H1N1
AlCalifornia/05/2009 H1N1
Alswine/Guangxi/13/2006 H1NZ
Alswine/Guangxi/17/2005 H1NZ
A'Swine/North Carolina83523/01 H1N2
Alswine/lowa/24297/1991 H1NA1
‘r—NSwineM'isconsinH%fQ? H1M1
A/Ohiof3559/1988 H1N1
Alswine/Ratchaburi/NIAH1481/2000 H1N1

AMWisconsin/301/1876 H1NA1

Alswine/Chachoengsao/MIAHEET2005 H1N1

{Nsvﬁna’Chonburh’DECBh@ODﬁ H1NA /
— AThailand/271/2005 H1N1 /

Alswine/lowa/15/1930 H1N1
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P— )V =S R S AR )
AN hi 008 H1NA

H1MN1 .

5/03/2006 H1N1

L AMNew Caledonia/20/1¢

/1999 H1NA1 »
Almallard/MD/161/2002 H1N

L Afswine/Saskatchewan/18789/02 H1N1
Almallard/Minnesota/Sg-00121/2007 H1N1
Alduck/NY/13152-13/1994 H1N1

Alduck/Italy/69238/2007 H1N1

0.05

| —— Afswine/Belgium/1/83 H1N1
Afswine/England/WWL14/1998 H1N1
— Afswine/England/WVL7/1992 H1N1
Alswine/Denmark/MWVL9/1903 H1N1
— Alswine/Zhejiang/1/2007 HIN1
A/Swine/Spain/50047/2003 H1N1
—— Afswine/Spain/53207/2004 H1N1
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12 2 2H + 6 #33F 5 1 .#$% 28 2 22
Triple-Reassortant Triple-Reassortant
Swine HIN1 Swine HIN2
Influenza Virus Influenza Virus
(Patients 1-6 and 8-11) (Patient 7)
PB2 / PB2
PB1 / PE1
PA / PA
HA =— HA ——
NP e— NP o—
NA — NA
M e M e——
NS — NS ——
s Classic swine, North American lineage
Avian, North American lineage
Human (seasonal) H3N2
s Human (seasonal) HIN1

Shinde V et al. N Engl J Med 2009;10.1056/NEJM0a090 3812
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Human HIN1 Cases from
Triple-Reassortant Swine

PB2
PB] eo——
PA
HA
NP
NA

N5

Human H1N1 Cases
in California

PB2
PB] o=
PA
HA
NP
NA

NS

s Classic swine, North American lineage

Avian, North American lineage

s Seasonal H3N2

s Eurasian swine lineage

Novel Swine-Origin Influenza A (H1N1) Virus Investi

2009;10.1056/NEJM0a0903810

gation Team. N Engl J Med
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Classic
swine

H1N1

2009 Human H1N1

Human
H3N2

Avian
North American swine
H3N2 and HIN2

1990 2000 2009

Trifonov V et al. N Engl J Med 2009;10.1056/NEJMp09 04572
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Table 2, Phylogenetic Analysis of Sequences of all Genes Identified in AfCalifornia/04/2009.*

Nucleotide

Gene Length NCBI Number Strain Lineage Subtype Identities Additional Information
HA 1701 AF455600.1  A/Swine/Indiana/P12435/00 North American swine H1N2 162171701 (95%)

PB2Z 2264 EU301177.2 A/swine/KoreafJNS06,2004 North American swine H3INZ 21862264 (96%6)

PE1 2274 AF342823.1 A/Wisconsin/10/98 North American swine HINL 2203 /2274 (96%)

PA 925 AF455717.1 AfSwine /MNorth Carolina/93523/01 North American swine HINZ 8771925 (94%)

NP 1497 AF251415.2 A/Swine/lowa/533 /99 North American swine H3N2 1449/1497 (96%)

NS 838 AF153262.1 A/Swine/Minnesota/9088-2/98 North American swine H3N2Z 809/838 (965)

* Data were derived from the Human Genome Project with the use of the Basic Local Alignment Search Tool (BLAST) algorithm (www.ncbinlm.nih.gov).

Novel Swine-Origin Influenza A (H1N1) Virus Investi  gation Team. N Engl J Med
2009;10.1056/NEJM0a0903810

The NEW ENGLAND
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Distribution of 642 Confirmed Cases of Human Infect  ion with Swine-Origin Influenza A (H1N1)
Virus in the United States (May 5, 2009)

Novel Swine-Origin Influenza A (H1N1) Virus Investi  gation Team. N Engl J Med
2009;10.1056/NEJM0a0903810



Reino Unido
1461 casos

Francia
118 casos

Espafia
512 casos

Alemania
195casos

Total
39620 casos
167 muertes

Total: 3308
1 muerte

20 estados
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RESPUESTA A LA EMERGENCIA

1.- Protocolo de Coordinacion
2.- Plan de Alta Frecuentacion

CONSEJERIA DE SALUD



Asistencia Especializada:
Niveles de aplicacion del plan durante la fase pand  émica

Nivel I

Nivel II:

Nivel Ill;

Incremento n° Urgencias N° pacientes en Observacion

<10%

11-25%

> 25%

(esperando ingreso)

<10%

11-25%

> 25%

CONSEJERIA DE SALUD



Asistencia Primaria:
Niveles de aplicacion del plan durante la fase pand  émica

Incremento n° Urgencias o pacientes en el Centro de Sal  ud

Nivel I <0=15%

Nivel Il: 16-25%

Nivel Ill; > 25%

CONSEJERIA DE SALUD



Niveles de aplicacion del plan durante la fase
pandémica

No se emplean recursos extraordinarios

Se inicia el Plan de Alta Frecuentacion
y su Comision de Seguimiento

CONSEJERIA DE SALUD



Acciones en el Hospital

®. 17 Consultas asistenciales en urgencias y en el
centro

 Mantenimiento de la Actividad Programada. Prever
actividades demorables.

* Planificar el aumento de actividad de H.de Dia 'y
Hospitalizacion domiciliaria.

Control de pacientes de alto riesgo
Prevision de areas de expansion con tomas de O2

Prever aumento de CCEE, priorizando areas de
especializacion.

Colaborar con vacunacion, cuando esté disponible

Prever areas de aislamiento (preferible habitacione s con
presion -)

Valorar de pacientes susceptibles de derivacion

CONSEJERIA DE SALUD



Acciones en el C. Salud

Aumento de consultas asistenciales en centro y
domicilio
Disminucidn actividad programada

Aumento de Atencidon domiciliaria de enfermeria a
Inmovilizados y altas precoces

Seguimiento pacientes alto riesgo
Vacunacion cuando vacuna disponible

Ampliacion areas de aislamiento para atencion de
pacientes

CONSEJERIA DE SALUD



Uso de antivirales en los grupos prioritarios

Fases de alerta pandémica (fases 3, 4 y 5)

Se tratara a todos los casos y se administrara profi laxis post-exposicion a
todos los contactos cercanos.

Durante la pandemia (fase 6)

Los antivirales se usaran para reducir la morbilida d y la mortalidad y para
reducir la inquietud social.

Durante la pandemia la definicion de personas a rie  sgo se ira adaptando en
base a la informacion epidemiologica que la evoluci on de la pandemia vaya
aportando, inicialmente los criterios se establecen a partir de pandemias
previas y gripe estacional.

La proteccion de los trabajadores de salud y de los servicios esenciales de
emergencia sera fundamental para garantizar una buen a respuesta a la
pandemia.

Una vez declarada la fase 6 toda profilaxis que se administre se considera
profilaxis post-exposicion.
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